Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.038; wR factor = 0.108; data-to-parameter ratio = 15.0.
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supplementary materials
The conformation of the N-H bond in the -SO 2 -NH-segment is syn to the ortho-nitro group in the sulfonyl benzene In the crystal structure, the pairs of intermolecular N-H···O(S) hydrogen bonds (Table 1) 
Experimental
The title compound was prepared by treating 2-nitrobenzenesulfonylchloride with 4-methylaniline in the stoichiometric ratio and boiling the reaction mixture for 15 minutes. The reaction mixture was then cooled to room temperature and added to ice cold water (100 ml). The resultant solid N-(4-methylphenyl)-2-nitrobenzenesulfonamide was filtered under suction and washed thoroughly with cold water and dilute HCl to remove the excess sulfonylchloride and aniline, respectively. It was then recrystallized to constant melting point (385 K) from dilute ethanol. The purity of the compound was checked and characterized by its infrared spectra.
Prism like yellow single crystals of the title compound used in X-ray diffraction studies were grown in ethanolic solution by slow evaporation of the solvent at room temperature.
Refinement
H atoms bonded to C were positioned with idealized geometry using a riding model with the aromatic C-H = 0.93Å, methyl C-H = 0.96Å. The amino H atom was freely refined with the N-H distance restrained to 0.86 (2)Å. All H atoms were refined with isotropic displacement parameters set at 1.2 U eq (C-aromatic, N) and 1.5 U eq (C-methyl) of the parent atom. 
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